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Table 1. Genes that increase under eight-herb soup treatment (compare to the six-herb soup) detected by DNA

microarray. ESTs expressed sequence tags, the function of these genes are unknown

Gene Fold increase
Cytochrome c oxidase subunit Vib 2.165
Pre-B-cell leukemia transcription factor 2 1.961
Neuroblastoma stage 4S gene 1.899
ESTs 1.866
Nitrilase 1 1.762
v-akt murine thymoma viral oncogene homolog 1 1.750
Homo sapiens mRNA for KIAA0906 protein,partial cds 1744
Homo sapiens clone 24664 PH-20 homology mRNA ,complete cds 1.743
Adenine phosphoribosyltransferase 1.720
Mevalonate (diphospho) decarboxylase 1.676
Microtubul e-associated protein tau 1.675
Sp2 transcription factor 1.647
Homo sapiens mRNA for APS, complete cds 1.607
Caspase 10,apoptosis-related cysteine protease 1.604
Homo sapiens clone 24810 mRNA segquence 1.600
ESTs 1.588
H2A histone family, member L 1.558
Proteins kinase,mitogen-activated,kinase 3 (MAP kinase kina) 1.549
ESTs 1.543
H.sapiens MacMarcks mRNA 1541

Table 2. Genes that decrease under eight-herb soup treatment (compare to the six-herb soup) detected by DNA microarray

Genes Fold decrease
Human mRNA for KIAA179 gene, partial cds -3.116
Carboxypeptidase B2 (plasma) -3.115
ESTs -3.033
B-cell CLL/lymphoma 2 -3.019
Arachidonate 5-lipoxygenase -3.010
Protein kinase, mitogen-activated 6 (extracellular signal-re) -2.987
homeo box 11 (T-cell lymphoma 3-associated breakpoint) -3.009
cell division cycle 27 -2.925
ESTs -2.876
ESTs -2.873
v-myb avian myeloblastosis viral oncogene homolog-like 1 -2.857
ESTs -2.847
Faciogenital dysplasia (Aarskog-Scott syndrome) -2.844
Homo sapiens clone 192 Rer 1 mRNA, complete cds -2.825
Asparaginyl-tRNA synthetase -2.818
Flavin containing monooxygenase 3 -2.808
Inhibitor of DNA binding 1,dominant negative -2.795
helix-loop-hel -2.794
Human Chromosome 16 BAC clone CIT987SK-A-735G6 -2.792

zinc finger protein 42 (myeloid-specific retinoic acid-resp serum amyloid A1) -2.790
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This haoligtic concept of traditiond Chinese medicine suggests that good health depends on the
harmonious functioning of maor physiological systems represented by their complementary natures
as yin and yang. Representative respectively of yin and yang are mitochondia regulated energy
baance and endocrineftissue water homeostass. Kidney disorders are accordingly broadly
categorized as yin and yang deficient according to their etiologica origins. Using the human cdll line
HEK 293 as subdrate and microarray techniques origindly developed by Dr Konan Peck of
Academia Sinica in which labeled DNA was used for the coupling and estimation of mRNAS, we
examined, at the gene expression levd, the effects of Liu We Di Huang Wan and BaWe Di Huang
Wan, herbd formulae prescribed for the trestment of kidney-yin and kidney-yang disorders
respectively. The resultsindicated that incubation for 48 hrsin 0.2 mg/mL of BaWe Di Huang Wan
provided optimal conditions for cdll growth while 2 mg/mL was cytotoxic or cytodtatic. Treatment
with Ba Wei Di Huang Wan fortified with Cortex Cinnamomi and Radix Acconiti led to the up
regulation of 20 genes while 20 others were down regulated obvioudy. Of those up regulated, 3 were
compatible with clinical representations.

These were respectively 1. Cytochrome oxidase V 1b (COXV 1b) which up regulats Cytochrome
oxidase to increase ATP synthesis, 2. Mevaonate diphosphodecarboxylass(MDD) which stimulates
the syntheses of steral and cholesterol and 3. Adenine phosphoribosyltransferase (APRT) whose
defects may lead to inter<tit8 0 O Tit8s. Theresults support the concept that the kidney, conceptually
visudized as the important Vit 0 Gate and San Jao points, is a vit 0 link in the Qi system which
integrates yin and yang processes and that the herb formulae, through their actions on genesrelated to
the mitochondria regulated energy balance and endocrine homeostasis, might correct these disorders
by optimizing gene expressions.

Key words: DNA microarray, Chinese herb, Gene expresson, Mitochondrid energy metabolism,
Endocrine homeodtass.
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